Scale 1:

Core Bin Marker

G4v2 ALL G4 motifs

G4v2 PATCH G4 motifs

50 kb zeaMay_b73_v4 10,000 20,000 30,000 40,000 50,000 60,000 70,000 80,000 90,000 100,000 Genes (Ensembl)

GenesSearchable

1 DNSca ES v180814zmt [1-2 cm Field Earshoot, DNS=(Light-Heavy) read coverage, Bass@FSU nuprime data]

2 DNSca CN v180814zmt [4-5 DAI, coleoptilar node, gh-grown, DNS=(Light-Heavy) normalized read coverage, Bass@FSU nuprime data]

3 DNSca RT v80814zmt [1 mm Root Tip, DNS=(Light-Heavy) normalized read coverage, Bass@FSU nuprime data]

4 DNSca EN v180814zmt (15 DAP Endosperm, DNS=(Light-Heavy) normalized read coverage, Bass@FSU nuprime data]

Core Bin Markers

G4v2 All Motifs from B73v2 [lifted over from source B73v2, from Andorf et al., JGG, 2014]

G4v2 Patch Motifs [lifted over from source B73v2, from Andorf et al., JGG, 2014]

Percent GC in 100bp windows

Zm00001d027230_T001 Zm00001d027231_T001 Zm00001d027231_T002 Zm00001d027231_T003 Zm00001d027231_T004 Zm00001d027231_T005 Zm00001d027231_T006 Zm00001d027231_T007 Zm00001d027231_T008

Zm00001d027232_T001

Zm00001d027230_T001 Zm00001d027231_T002 Zm00001d027231_T001 Zm00001d027231_T003 Zm00001d027231_T004 Zm00001d027231_T005 Zm00001d027231_T006 Zm00001d027231_T007 Zm00001d027231_T008

Zm00001d027232_T001

1 EARSHOOT DNS

0.33551 _

-21.1223 _

2 COLEOP NODE DNS

1.85543 _

-17.1539 _

3 ROOT TIP DNS

0.360433 _

-16.3133 _

4 ENDOSPERM DNS

0.204585 _

-19.3032 _

GC Percent